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Sequence Sequence Name(s) Sequence Description Ratio Fold Chan P-value Sequence SSequence IAccessiPrimary Sequence Nam
YOL121C RPS19A Homology to rat S19; ribosomal p 2.35 2.35 4.61E-07 SGD 633300 RPS19A
YMR307W GAS1,CWH52,GGP1 Glycophospholipid-anchored surf 2.23 2.23 8.65E-11 SGD 633348 GAS1
YER056C- RPL34A Homology to rat L34; ribosomal p 2.1 2.1 3.07E-10 SGD 633385 RPL34A
YJR094W- RPL43B Homology to human L37a; riboso 2.11 2.11 1.84E-07 SGD 633410 RPL43B
YFR031C- RPL2A,RPL5B Homology to rat L8 and E. coli L2 3.04 3.04 1.14E-04 SGD 633449 RPL2A
YJR146W YJR146W 2.13 2.13 8.24E-04 SGD 633538 YJR146W
YGL189C RPS26A Homology to rat S26; ribosomal p 2.19 2.19 3.83E-05 SGD 633551 RPS26A
YJL190C RPS22A,RPS24 Homology to rat S15a; ribosomal 2.63 2.63 2.77E-08 SGD 633624 RPS22A
YNL178W RPS3,SUF14 Homology to mammalian S3; ribo 2.53 2.53 6.67E-34 SGD 633723 RPS3
YMR230W RPS10B Homology to rat S10; ribosomal p 2.18 2.18 2.00E-04 SGD 633782 RPS10B
YCR010C ADY2 Accumulation of DYads; Null mut 4.03 4.03 1.07E-08 SGD 633816 ADY2
YNL289W PCL1,HCS26 G(sub)1 cyclin that associates wit 2.13 2.13 7.60E-09 SGD 633820 PCL1
YDL175C YDL175C 0.49 -2.02 9.77E-05 SGD 633844 YDL175C
YIL096C YIL096C 0.49 -2.03 5.28E-05 SGD 633851 YIL096C
YLR372W SUR4,ELO3,SRE1,VBM1 Required for conversion of 24-car 2.17 2.17 2.47E-13 SGD 633875 SUR4
YBR181C RPS6B,LPG18,RPS101,RP Homology to rat, human, and mo 2.4 2.4 2.93E-20 SGD 633886 RPS6B
YLR056W ERG3,SYR1 C-5 sterol desaturase; Null mutant 0.36 -2.76 5.21E-10 SGD 633894 ERG3
YBR031W RPL4A Homology to rat L4, Xenopus L1, 2.05 2.05 8.86E-06 SGD 633896 RPL4A
YHR203C RPS4B Homology to rat S4 and human S 2.2 2.2 2.35E-04 SGD 633920 RPS4B
YLR049C YLR049C 2.03 2.03 1.65E-08 SGD 633956 YLR049C
YFL037W TUB2,ARM10,SHE8 beta subunit of tubulin monomer, 2.44 2.44 1.91E-07 SGD 633989 TUB2
YPL201C YPL201C 2.94 2.94 2.21E-08 SGD 634037 YPL201C
YDR497C ITR1 member of sugar transporter sup 2.55 2.55 7.37E-28 SGD 634088 ITR1
YOR167C RPS28A,RPS33A Homology to mammalian S28; rib 2.09 2.09 6.78E-15 SGD 634220 RPS28A
YLR076C YLR076C 2.15 2.15 5.01E-14 SGD 634253 YLR076C
YOL039W RPP2A,RPL44,RPLA2 Homology to rat P2, human P2, a 2.03 2.03 5.98E-07 SGD 634285 RPP2A
YPR043W RPL43A Homology to human L37a; riboso 2.48 2.48 8.68E-14 SGD 634380 RPL43A
YEL054C RPL12A Homology to rat L12(a) and E. col 2.32 2.32 1.59E-11 SGD 634397 RPL12A
YIL057C YIL057C 4.5 4.5 4.26E-28 SGD 634398 YIL057C
YLR167W RPS31,RPS37,UBI3 Homology to rat S27a; ribosomal 2.38 2.38 4.78E-21 SGD 634409 RPS31
YNL036W NCE103 involved in secretion of proteins t 2.28 2.28 2.70E-10 SGD 634452 NCE103
YPL131W RPL5,LPI14,RPL1 Homology to rat ribosomal protein 2.54 2.54 3.23E-14 SGD 634492 RPL5
YER001W MNN1 Alpha-1,3-mannosyltransferase; 3.18 3.18 2.39E-08 SGD 634755 MNN1
YGL021W ALK1 leucine zipper (putative), membra 2.18 2.18 3.11E-16 SGD 634822 ALK1
YLR110C CCW12 cell wall mannoprotein; Null muta 4.56 4.56 1.03E-06 SGD 634826 CCW12
YFL014W HSP12,GLP1,HOR5 induced by heat shock, entry into s 2.19 2.19 3.65E-06 SGD 634845 HSP12
YBR190W YBR190W 2.28 2.28 1.80E-17 SGD 634856 YBR190W
YNL300W TOS6 Hypothetical ORF 2.84 2.84 5.44E-11 SGD 634860 TOS6
YPL114W YPL114W 0.47 -2.12 1.81E-04 SGD 634917 YPL114W
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YDR134C YDR134C 3.71 3.71 1.16E-14 SGD 634919 YDR134C
YOR369C RPS12 Homology to rat S12; ribosomal p 2.04 2.04 9.02E-05 SGD 634929 RPS12
YOL040C RPS15,RPS21 Homology to rat S15 and E. coli S 2.09 2.09 1.16E-08 SGD 634930 RPS15
YJL158C CIS3,CCW11 cik1 suppressor; similar to Hsp15 2.63 2.63 9.39E-04 SGD 634958 CIS3
YDR418W RPL12B Homology to rat L12(a) and E. col 2.67 2.67 1.86E-07 SGD 634991 RPL12B
YPL054W LEE1 Product of gene unknown 0.31 -3.18 3.87E-04 SGD 635078 LEE1
YBR088C POL30 Accessory factor for DNA polyme 2.28 2.28 2.72E-04 SGD 635087 POL30
YDL075W RPL31A,RPL34 Homology to rat L31; ribosomal p 3.16 3.16 6.47E-11 SGD 635091 RPL31A
YGL123W RPS2,RPS4,SUP138,SUP Homology to rat S2 and E. coli S 2.07 2.07 9.67E-06 SGD 635106 RPS2
YHR141C RPL42B Homology to rat L36a and human 2.87 2.87 5.91E-37 SGD 635107 RPL42B
YML073C RPL6A,YL16A Homology to rat L6 and human L 2.57 2.57 1.42E-06 SGD 635135 RPL6A
YBL027W RPL19B Homology to rat L19; ribosomal p 2.33 2.33 1.08E-07 SGD 635188 RPL19B
YLR312C YLR312C 0.37 -2.69 6.88E-09 SGD 635208 YLR312C
YOR063W RPL3,MAK8,TCM1 Homology to rat L3; ribosomal pr 3.74 3.74 0 SGD 635231 RPL3
YML027W YOX1 Homeodomain protein that binds l 2.56 2.56 2.12E-07 SGD 635232 YOX1
YPR124W CTR1 High affinity copper transporter in 2.75 2.75 1.10E-14 SGD 635257 CTR1
YGL055W OLE1,MDM2 delta-9-fatty acid desaturase; The 2.86 2.86 8.77E-15 SGD 635361 OLE1
YKR056W RNC1,NUC2,NUD1,TRM2 tRNA methyltransferase 0.45 -2.22 8.14E-23 SGD 635374 RNC1
YPL147W PXA1,LPI1,PAL1,PAT2,SS Pxa1p and Pxa2p appear to be s 2 2 1.08E-05 SGD 635488 PXA1
YJL136C RPS21B Homology to rat S21; ribosomal p 2.63 2.63 1.16E-10 SGD 635808 RPS21B
YLR029C RPL15A,RPL10A Homology to rat L15; ribosomal p 2.98 2.98 5.93E-20 SGD 635813 RPL15A
YDR453C YDR453C 0.48 -2.09 6.09E-06 SGD 635821 YDR453C
YGL258W YGL258W 2.35 2.35 1.29E-11 SGD 635827 YGL258W
YKR057W RPS21A,RPS25 Homology to rat S21; ribosomal p 2.25 2.25 9.98E-37 SGD 635855 RPS21A
YLR061W RPL22A Homology to rat L22; ribosomal p 2.76 2.76 2.44E-08 SGD 635868 RPL22A
YDR471W RPL27B Homology to mammalian L27; rib 2.22 2.22 1.06E-15 SGD 635883 RPL27B
YOR293W RPS10A Homology to rat S10; ribosomal p 2.31 2.31 1.92E-06 SGD 635884 RPS10A
YDR447C RPS17B,RP51B,RPL51B Homology to rat ribosomal protein 2.63 2.63 1.29E-08 SGD 635891 RPS17B
YLR367W RPS22B Homology to rat S15a; ribosomal 2.5 2.5 1.27E-40 SGD 635912 RPS22B
YIL052C RPL34B Homology to rat L34; ribosomal p 2.16 2.16 2.80E-10 SGD 635922 RPL34B
YJL177W RPL17B Homology to rat L17, human L17, 2.33 2.33 4.89E-06 SGD 635929 RPL17B
YPL143W RPL33A Homology to rat L35a; ribosomal 2.72 2.72 1.18E-07 SGD 635935 RPL33A
YBR084C- RPL19A Homology to rat L19; ribosomal p 2.06 2.06 2.14E-04 SGD 636016 RPL19A
YBR182C SMP1 Transcription factor of the MADS 0.5 -2 1.91E-04 SGD 636096 SMP1
YEL040W UTR2,CRH2 Product of gene unknown 5.18 5.18 1.17E-08 SGD 636102 UTR2
YJL153C INO1,APR1 involved in the rate limiting step o 3.23 3.23 0 SGD 636197 INO1
YMR145C YMR145C 0.42 -2.39 4.31E-09 SGD 636212 YMR145C
YER169W RPH1 Regulator of PHR1; binds to PHR 0.5 -2 6.58E-26 SGD 636280 RPH1
YMR251W HOR7 hyperosmolarity-responsive gene 3.33 3.33 3.04E-05 SGD 636343 HOR7
YML063W RPS1B,PLC2,RP10B Homologous to rat ribosomal prot 2.16 2.16 1.06E-04 SGD 636567 RPS1B
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YLR406C RPL31B Homology to rat L31; ribosomal p 2.22 2.22 5.42E-10 SGD 636580 RPL31B
YKR075C YKR075C 0.49 -2.05 6.36E-07 SGD 636593 YKR075C
YDR064W RPS13,RPS13B,RPS13C Homology to rat S13; ribosomal p 2.26 2.26 4.83E-11 SGD 636641 RPS13
YLR340W RPP0,RPL10E Homology to rat P0, human P0, a 2.49 2.49 4.84E-37 SGD 636657 RPP0
YPL079W RPL21B Homology to rat L21; ribosomal p 2.75 2.75 1.59E-08 SGD 636667 RPL21B
YDL204W YDL204W 2.26 2.26 2.11E-06 SGD 636679 YDL204W
YOR096W RPS7A,RPS30 Homology to human S7 and Xen 2.1 2.1 3.68E-08 SGD 636713 RPS7A
YIL018W RPL2B,RPL5A Homology to rat L8 and E. coli L2 3.18 3.18 3.85E-04 SGD 636746 RPL2B
YPR002W PDH1 prpD homologue, (62% identical t 2.36 2.36 3.70E-08 SGD 636845 PDH1
YBL015W ACH1 Mannose-containing glycoprotein w 0.37 -2.67 1.66E-10 SGD 636855 ACH1
YOL152W FRE7 similar to FRE2 2.28 2.28 1.15E-20 SGD 636874 FRE7
YDL082W RPL13A Homology to rat L13; ribosomal p 2.81 2.81 1.74E-21 SGD 636963 RPL13A
YPL171C OYE3,ZRG6 Old yellow enzyme; NADPH dehyd 0.44 -2.27 3.99E-15 SGD 636980 OYE3
YGR279C SCW4 Soluble Cell Wall protein; soluble c 2.27 2.27 2.18E-06 SGD 636989 SCW4
YMR116C ASC1,CPC2 WD repeat protein (G-beta like pr 4.29 4.29 9.10E-18 SGD 637043 ASC1
YGR214W RPS0A,NAB1,NAB1A,YST1Homology to rat Sa; ribosomal pr 3.27 3.27 0 SGD 637047 RPS0A
YKL148C SDH1 flavoprotein subunit of succinate 0.49 -2.03 1.63E-10 SGD 637187 SDH1
YHL028W WSC4,YHC8 cell wall integrity and stress respo 2.08 2.08 1.31E-04 SGD 637210 WSC4
YOL084W PHM7 transcription is regulated by PHO 3.05 3.05 9.16E-09 SGD 637311 PHM7
YKL101W HSL1,NIK1 Negative regulator of swe1 kinas 2.09 2.09 2.41E-06 SGD 637424 HSL1
YER131W RPS26B Homology to rat S26; ribosomal p 2.18 2.18 4.93E-04 SGD 637435 RPS26B
YER121W YER121W 2.56 2.56 2.43E-11 SGD 637442 YER121W
YHL015W RPS20,URP2 Homology to rat S20, human S20 2.16 2.16 1.91E-20 SGD 637497 RPS20
YOR182C RPS30B Homology to mammalian S30; rib 2.26 2.26 9.30E-04 SGD 637599 RPS30B
YMR143W RPS16A Homology to rat S16; ribosomal p 2.85 2.85 2.80E-45 SGD 637609 RPS16A
YNL067W RPL9B Homology to rat L9; ribosomal pr 2.06 2.06 1.23E-05 SGD 637622 RPL9B
YLR185W RPL37A Homology to rat L37; ribosomal p 2.29 2.29 6.53E-07 SGD 637623 RPL37A
YOL154W YOL154W 3.37 3.37 8.72E-17 SGD 637662 YOL154W
YKL180W RPL17A Homology to rat L17, human L17, 2.67 2.67 4.55E-09 SGD 637695 RPL17A
YML026C RPS18B Homology to rat S18 and E. coli S 2.13 2.13 6.61E-10 SGD 637700 RPS18B
YER074W RPS24A,RPS24EA Homology to rat S24; ribosomal p 2.52 2.52 9.31E-05 SGD 637707 RPS24A
YBR189W RPS9B,RPS13A,SUP46 Homology to rat S9 and E. coli S4 2.28 2.28 1.20E-07 SGD 637754 RPS9B
YPL090C RPS6A Homology to rat, mouse, and hu 2.35 2.35 6.75E-27 SGD 637848 RPS6A
YHR092C HXT4,LGT1,RAG1 hexose transporter; high affinity gl 0.35 -2.82 2.10E-08 SGD 637930 HXT4
YKL109W HAP4 Regulates respiratory functions, en 0.25 -3.96 5.89E-23 SGD 637933 HAP4
YIL123W SIM1 (putative) invovled in control of D 2.24 2.24 5.19E-25 SGD 637944 SIM1
YDR345C HXT3 Low-affinity glucose transporter; l 0.39 -2.59 3.14E-17 SGD 637964 HXT3
YGL031C RPL24A,RPL30A Homology to rat L24; ribosomal p 2.96 2.96 2.83E-13 SGD 638263 RPL24A
YLR075W RPL10,GRC5,QSR1 similar to members of the QM ge 2.11 2.11 5.21E-04 SGD 638296 RPL10
YGR118W RPS23A Homology to rat S23 and E. coli S 2.01 2.01 1.15E-05 SGD 638365 RPS23A
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YKL096W CWP1,YJU1 cell wall protein, involved in O an 2.04 2.04 1.67E-07 SGD 638367 CWP1
YJR123W RPS5 ribosomal small subunit protein h 2.51 2.51 2.99E-06 SGD 638378 RPS5
YLR448W RPL6B Homology to rat and human L6, i 2.49 2.49 1.80E-09 SGD 638387 RPL6B
YNL202W SPS19,SPX19 late sporulation specific gene whi 2.06 2.06 3.31E-20 SGD 638407 SPS19
YNL096C RPS7B Homology to human S7 and Xen 2.4 2.4 2.25E-07 SGD 638450 RPS7B
YNL196C SLZ1 sporulation-specific protein with a 2.68 2.68 1.51E-12 SGD 638456 SLZ1
YHR010W RPL27A Homology to mammalian L27; rib 4.11 4.11 1.05E-14 SGD 638478 RPL27A
YIL160C POT1,FOX3,POX3 peroxisomal 3-oxoacyl CoA thiola 3.47 3.47 2.62E-40 SGD 638546 POT1
YGR189C CRH1 congo red hypersensitive; cell wal 3.3 3.3 3.10E-13 SGD 638623 CRH1
YDR256C CTA1 catalase A; Null mutant is viable 3.15 3.15 2.80E-25 SGD 638660 CTA1
YKR009C FOX2,POX2 peroxisomal multifunctional beta- 2.01 2.01 8.13E-06 SGD 638775 FOX2
YDR406W PDR15 similar to Pdr5p and Pdr10p; mult 0.48 -2.08 5.47E-06 SGD 638963 PDR15
YGR236C SPG1 Hypothetical ORF; Null mutant is 2.67 2.67 2.01E-13 SGD 639001 SPG1
YLR162W YLR162W 3.66 3.66 1.53E-13 SGD 639035 YLR162W
YMR242C RPL20A,RPL18A2 Homology to rat L18a; ribosomal 2.01 2.01 2.61E-17 SGD 639066 RPL20A
YDL130W RPP1B,RPL44',RPLA3 Homology to rat P1, human P1, a 2.59 2.59 2.75E-07 SGD 639110 RPP1B
YML024W RPS17A,RP51A,RPL51A Homology to rat S17; ribosomal p 2.48 2.48 5.50E-09 SGD 639173 RPS17A
YOR234C RPL33B Homology to rat L35a; ribosomal 2.49 2.49 1.40E-45 SGD 639189 RPL33B
YOL127W RPL25 Homology to E. coli L23 and rat L 2.58 2.58 4.68E-07 SGD 639191 RPL25
YDL083C RPS16B Homology to rat S16; ribosomal p 2.51 2.51 4.56E-09 SGD 639201 RPS16B
YIL069C RPS24B,RPS24EB Homology to rat S24; ribosomal p 2.31 2.31 3.50E-05 SGD 639214 RPS24B
YBR191W RPL21A,URP1 Homology to rat L21; ribosomal p 2.88 2.88 5.38E-09 SGD 639252 RPL21A
YNL162W RPL42A Homology to rat L36a and human 2.7 2.7 1.31E-19 SGD 639262 RPL42A
YOL120C RPL18A,RP28A Homology to rat ribosomal protein 2.74 2.74 3.51E-09 SGD 639315 RPL18A
YMR142C RPL13B Homology to rat L13; ribosomal p 2.59 2.59 1.35E-07 SGD 639316 RPL13B
YDL055C PSA1,MPG1,SRB1,VIG9 mannose-1-phosphate guanyltran 2.42 2.42 1.88E-07 SGD 639332 PSA1
YDR055W PST1 Protoplasts-secreted; the gene pr 2.36 2.36 7.86E-24 SGD 639359 PST1
YGR108W CLB1,SCB1 Involved in mitotic induction; B-ty 2.01 2.01 1.15E-06 SGD 639402 CLB1
YLR142W PUT1 proline oxidase; inability to use pr 0.19 -5.27 9.10E-24 SGD 639431 PUT1
YMR122W ORF:YMR122W-A BioProcess=biological_process u 2.27 2.27 1.75E-04 SGD 970702 ORF:YMR122W-A
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